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lulhe Claims 

1 (currently amended). A purified or rce- .mbinant Lipolysis Stimulated Receptor, wherein 
said receptor comprises a polypeptide «>»nprisir; -having al least-l04©-l^rae<Hrtive-anHft©-«<;U1s 

2P^ltoniv}liUjyJ.0J'>c DiiiyjVPJtillC of SI-Q ID N« ): 8jindwh«cjiL^dp9^^ 
biolni'kal activity selected from t he t>rou p coj <asrt|ii£j}fJnHX-^^^^ 

2 (currently amended), TheAp urificdo i re comb inant Lipolysis Stimulated Receptor thru of 
c-lainv U "Whcirein naicl--potypt?pLide"ri) comprise;, the amino acid sequence of Si:Q ID NO:8; or b) 
consists of the nmino acid sequence of SEQ ID <10:S, 



3-9 (canceled), 

10 (currently amended). A recombinant *>lyt*p^eTh^ 
£lH»!L?i ^vhercm„said rcceBU^oiypAlflPs^w^-i iaing the amino acid sequence of SliQ ID NO:8, 

] 1 (currently amended), The purified or reco mbinant rece ptor o f claim 2, vvhcimD- ^lkl 
rccoptor>'he p<>lypeptk!e-<vJ : ^ni»vlO, -wkefewn; ifc^oJypept-Kk consists of the amino acid sequence 
p£SHQIDNO:8. 

1 2 (currently amended). An isotoled or vxombmant biologically active polypeptide fra gijuul 
of SEQ. ID NO: 8 V said fragment comprising an amino acid sequence selected from the group 
consisting of: 

a) zih nmino acid sequenee spanning an ino acids 76 to 94 of SliQ ID NO:8; 

b) »n amino acid sequence spiinning an;ino acids 76 to 160 of SEQ ID NO:8; 

c) an amino ncicl sequence spiinning an ino acids 76 to 237 of SEQ ID NO:8; 

d) iin amino ncid sequence spanning a-uino acids 157 to 249 of SliQ ID NO:8; 

e) nn amino acid sequence .spanning at <ino acids 236 to 530 of SliQ ID NO:8; 

JAOI:N\on.U.SO.S.r>)WVt>i-lKcs,Mm.i.t1oc/l>>Jl3/t»yl 
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1) an amino acid sequence spanning amir, > acids 236 1o 613 ofSEQ ID NQ^4-2J^Oj.8; and 
g) an amino acid sequence spanning aim t o acids 76 to 613 of SRQ IDNO:8. 

13-18 (canceled). 

1 9 (original). The polypeptide of claim 1 ), wherein said polypeptide combines with one or 
more heterologous polypeptides to form an LSR receptor complex, and wherein said complex 
comprises im a subunlt or an a' subunit, and at l;ast one p subunit. 

20 (original). The polypeptide of claim 1 : \ wherein said complex comprises three [i subunits, 

21 (original). The polypeptide of claim 9, wherein said polypeptide is from a human, and 
wherein said polypepUde hto a molecular wcigl I of 64 kD. 

22 (oi iginal). The polypeptide of claim 1 9, wherein said polypeptide is expressed in hepatic 

cells. 

23 (original). The polypeptide of claim 1 9, wherein said complex has a biological aclivity 
selected from the group eonsislingof lipoprolcii. binding, lipoprotein internalization, and lipoprotein 
degradation. 

24 (original). The polypeptide of claim 19, wherein said complex has a biological activity 
Ihut is selected from the group consisting oJ leptin binding, leptin internalization, and leplin 

degradation, 

25 (original). The polypeptide of claim 12, wherein said polypeptide combines with one or 
more heterologous polypeptides to form an 1 ^R. receptor complex, and wherein said complex 
comprises an ot subunit or an <x' subunit, and c ! least one fi subunit. 
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26 (original). The polypeptide of claim 25 wherein said complex comprises tlucc (1 subunits. 

27 (original). The polypeptide of claim ? >, wherein said polypeptide is from a human, and 
wherein said polypeptide has a molecular weighs of 64 kD> 

28 (original). Tho polypeptide of claim 2s, wherein said polypeptide is expressed in hepatic 

cells. 

29 (original). The polypeptide of claim ,5, wherein said complex has a biological activity 
selected from the group consisting of lipoprotein oinding, lipoprotein internalization, and lipoprotein 
degradation. 

30 (original), The polypeptide of claim .15, wherein said complex has a biological activity 
thai is selected from the group consisting of leptin binding, leptin internalization, and leptin 
degradation. 

31 (original). The polypeptide of claim 12, wherein said polypeptide is recombinant. 

r 

32 (original). A composition comprisin j the polypeptide of claim 10. 
31 (original). A composition comprisin > the polypeptide of claim 12. 

34 (original). The composition of claim 32, further comprising a physiologically acceptable 

carrier. 

35 (original). The composition of claim 33, further comprising a physiologically acceptable 

carrier. 

30-45 (canceled). 
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AO (new). The isolated or recombinant bi< logically active polypeptide fragment of claim 12, 
said fiagroenl comprising an amino acid sequent selected from the group consisting of: 

a) an amino acid sequence spanning ™ino acids 76 to 94 of SEQ IDNO:8 that contains 
n fatly acid binding site; 

b) mi amino acid sequence spanning amino acids 76 to 160 of SKQ ID NO:8 that 
contains a fatty acid binding site ;nd a clalhrin binding site; 

c) an amino acid sequence spaniih g amino acids 76 to 237 of SEQ ID NO;8 that 
contains a fatly acid binding siU\ a clalhrin binding site and contains a transport 
signal; 

d) an amino acid sequence spannii g amino acids 157 to 249 of SEQ ID NO:8 that 
contains a clalhrin binding pile c. \d contains a transport signal; 

c) an amino add sequence spanning amino acids 236 to 530 of SEQ ID NO:8 and that 
contains a transport signal, a lepi in binding site and a RRRS motif; 

f) an amino acid sequence spanniti; amino acids 236 to 613 of SEQ II) NO: 8 and that 
contains a transport signal, a k] tin binding site, a RSR.S motif, and a lipoprotein 
binding site; and 

g) an amino acid sequence spannii i ; amino acids 76 to 61 3 of SliQ ID NO:8 and (hat 
contains a fatly acid binding site a clalhrin binding site, contains a transport signal, 
contains a leptin binding site, contains an RSRS motif, and has a lipoprotein binding 
site. 



J.\nr.N\U7t).U?»0.S.DIWAn)4'Rcsj»\Ai>it1 AxflWn/gyl 
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